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RNA Tagging
In Chloroplast Biotechnology: Methods and Protocols, expert researchers in the field detail many of the methods which are
now commonly used in chloroplast molecular biology. Chapters focus on essential background information, applications in
tobacco and protocols for plastid transformation in crops and Chlamydomonas and Bryophytes. Written in the highly
successful Methods in Molecular Biology series format, chapters include introductions to their respective topics, lists of the
necessary materials and reagents, step-by-step, readily reproducible laboratory protocols and key tips on troubleshooting
and avoidance of known pitfalls. Authoritative and practical, Chloroplast Biotechnology: Methods and Protocols seek to aid
scientists who study chloroplast molecular biology as well as those interested in applications in agriculture, industrial
biotechnology and healthcare.

Modern Sample Preparation Approaches for Separation Science
This volume explores the rapidly evolving field of HLA typing and its use in both the laboratory setting and in silico
methods. The chapters in this book discuss high-throughput methods for HLA typing; wet lab protocols; microarray data and
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its uses; in silico tools for the identification of HLA alleles from DNA and RNA next-generation-sequencing data, as well as
HLA haplotype frequency estimation. Written in the highly successful Methods in Molecular Biology series format, chapters
include introductions to their respective topics, lists of the necessary materials and reagents, step-by-step, readily
reproducible laboratory protocols, and tips on troubleshooting and avoiding known pitfalls. Cutting-edge and practical, HLA
Typing: Methods and Protocols is a valuable resource for any researcher interested in learning more about this developing
field.

RNA Methodologies
This laboratory guide represents a growing collection of tried, tested and optimized laboratory protocols for the isolation
and characterization of eukaryotic RNA, with lesser emphasis on the characterization of prokaryotic transcripts. Collectively
the chapters work together to embellish the RNA story, each presenting clear take-home lessons, liberally incorporating
flow charts, tables and graphs to facilitate learning and assist in the planning and implementation phases of a project. RNA
Methodologies, 3rd edition includes approximately 30% new material, including chapters on the more recent technologies
of RNA interference including: RNAi; Microarrays; Bioinformatics. It also includes new sections on: new and improved RTPCR techniques; innovative 5’ and 3’ RACE techniques; subtractive PCR methods; methods for improving cDNA synthesis. *
Author is a well-recognized expert in the field of RNA experimentation and founded Exon-Intron, a well-known biotechnology
educational workshop center * Includes classic and contemporary techniques * Incorporates flow charts, tables, and graphs
to facilitate learning and assist in the planning phases of projects

HLA Typing
This is the fourth Special Issue in Pharmaceuticals within the last six years dealing with aspects of radiopharmaceutical
sciences. It demonstrates the significant interest and increasing relevance to ameliorate nuclear medicine imaging with PET
or SPECT, and also radiotherapeutical procedures.Numerous targets and mechanisms have been identified and have been
under investigation over the previous years, covering many fields of medical and clinical research. This development is well
illustrated by the articles in the present issue, including 13 original research papers and one review, covering a broad range
of actual research topics in the field of radiopharmaceutical sciences.

Epitranscriptomics
This book details the most comprehensive, up-to –date, and cutting-edge protocols used in wet and dry labs to investigate
the viral communities harbored within and on the human body. Chapters guide readers through methods on collection,
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isolation, identification and computational/statistical analysis, and body niches to cover those methodological issues
inherent to the human tissues and organs. Written in the highly successful Methods in Molecular Biology series format,
chapters include introductions to their respective topics, lists of the necessary materials and reagents, step-by-step, readily
reproducible laboratory protocols, and tips on troubleshooting and avoiding known pitfalls. Authoritative and cutting-edge,
The Human Virome: Methods and Protocols aims to facilitate researchers with their daily work in the field of the research on
the human virome.

Plant Pathology
James D. Watson When, in late March of 1953, Francis Crick and I came to write the first Nature paper describing the double
helical structure of the DNA molecule, Francis had wanted to include a lengthy discussion of the genetic implications of a
molecule whose struc ture we had divined from a minimum of experimental data and on theoretical argu ments based on
physical principles. But I felt that this might be tempting fate, given that we had not yet seen the detailed evidence from
King's College. Nevertheless, we reached a compromise and decided to include a sentence that pointed to the biological
significance of the molecule's key feature-the complementary pairing of the bases. "It has not escaped our notice," Francis
wrote, "that the specific pairing that we have postulated immediately suggests a possible copying mechanism for the
genetic material." By May, when we were writing the second Nature paper, I was more confident that the proposed
structure was at the very least substantially correct, so that this second paper contains a discussion of molecular selfduplication using templates or molds. We pointed out that, as a consequence of base pairing, a DNA molecule has two
chains that are complementary to each other. Each chain could then act ". . . as a template for the formation on itself of a
new companion chain, so that eventually we shall have two pairs of chains, where we only had one before" and, moreover,
"

Therapeutic Oligonucleotides
Tag-based approaches were originally designed to increase the throughput of capillary sequencing, where concatemers of
short sequences were first used in expression profiling. New Next Generation Sequencing methods largely extended the use
of tag-based approaches as the tag lengths perfectly match with the short read length of highly parallel sequencing
reactions. Tag-based approaches will maintain their important role in life and biomedical science, because longer read
lengths are often not required to obtain meaningful data for many applications. Whereas genome re-sequencing and de
novo sequencing will benefit from ever more powerful sequencing methods, analytical applications can be performed by tagbased approaches, where the focus shifts from 'sequencing power' to better means of data analysis and visualization for
common users. Today Next Generation Sequence data require powerful bioinformatics expertise that has to be converted
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into easy-to-use data analysis tools. The book's intention is to give an overview on recently developed tag-based
approaches along with means of their data analysis together with introductions to Next-Generation Sequencing Methods,
protocols and user guides to be an entry for scientists to tag-based approaches for Next Generation Sequencing.

New Insights into Parvovirus Research
The transcription of messenger RNA from a DNA template is a key process in a wide variety of biological systems. In Gene
Expression Profiling: Methods and Protocols, leaders in gene expression methodology and bioinformatics data analysis
share their best methods for measuring RNA levels in cells and tissues. Each proven protocol is described in step-by-step
detail and contains an introduction outlining the principle behind the technique, lists of equipment and reagents, and tips
on troubleshooting and avoiding known pitfalls. Special care has been taken to distill the basic underlying principles of each
method to a few straightforward concepts so that investigators can easily choose the method most appropriate to their
application. The readily reproducible techniques presented include new methods for applying the GeneChip®, SAR-SAGE,
StaRT-PCR, SSH, the Invader Assay®, and ADGEM. The authors also provide critical bioinformatics insight and resources for
data analysis and management. Cutting-edge and highly practical, Gene Expression Profiling: Methods and Protocols allows
novice and experienced investigators alike not only to choose the best method to determine how genes are turned on and
off in many different organisms, but also to use informatics resources to analyze and understand the results.

Gene Correction
Technology Platforms for 3D Cell Culture: A Users Guide points to the options available to perform 3D culture, shows where
such technology is available, explains how it works, and reveals how it can be used by scientists working in their own labs.
Offers a comprehensive, focused guide to the current state-of-the-art technologies available for 3D cell culture Features
contributions from leading developers and researchers active in 3D cell technology Gives clear instruction and guidance on
performing specific 3D culture methods, along with colour illustrations and examples of where such technologies have been
successfully applied Includes information on resources and technical support to help initiate the use of 3D culture methods

Statistical Methods for Food Science
An account of North Vietnamese attempts to seize control of Quang Tri and Thua Thien Provinces and the response of the
allied forces, particularly U.S. Army units. Contents Chapter I. EARLY DEVELOPMENTS Background The Northern Border,
1965-1967 Continuing Activity Along the Demilitarized Zone II. PREPARING FOR A SHOWDOWN The Anti-Infiltration System
Free World Forces The Growth of Logistic Facilities Upgrading of the Vietnamese Army Forces III. THE BLEAK PICTURE
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Operation Niagara. The Battle of Keh Sanh- Opening Round The Tet Offensive--First Phase The Battle for Hue Intelligence
Battle for Quang Tri Enemy Attacks on the Logistical System Task Force Clearwater IV. U.S. RESPONSE TO THE TET
OFFENSIVE Planning for the Reliel of Khe Sanh Single Manager for Air Concept V. KHE SANH AND PEGASUS Planning for
Pegasus Operation Orders VI. THE FREE WORLD COUNTEROFFENSIVE Opening Operations Back to A Shau VII. ANALYSIS OF
NORTH VIETNAMES GOALS AND FAILURES Intelligence Organization for Combat Airmobility Superior Firepower
Communications Logistics Improvement of Vietnamese Armed Forces The Other War Conclusion GLOSSARY INDEX

Science in China
This volume provides experimental and bioinformatics approaches related to different aspects of gene expression analysis.
Divided in three sections chapters detail wet-lab protocols, bioinformatics approaches, single-cell gene expression, highly
multiplexed amplicon sequencing, multi-omics techniques, and targeted sequencing. Written in the highly successful
Methods in Molecular Biology series format, chapters include introductions to their respective topics, lists of the necessary
materials and reagents, step-by-step, readily reproducible laboratory protocols, and tips on troubleshooting and avoiding
known pitfalls. Authoritative and cutting-edge, Gene Expression Analysis: Methods and Protocols aims provide useful
information to researchers worldwide.

Chloroplast Biotechnology
The second edition of Plant Pathology: Techniques and Protocols covers diagnostic methods that are currently used in
laboratories for a broad range of plant species and matrixes. These include serological and molecular methods that have
one or more of the following characteristics: suitability for high-throughput testing, detection of a group of pathogens or of
sometimes uncharacterized pathogens, detection and identification of specific pathogens, and high sensitivity. This volume
discusses qualitative and quantitative tests, as well as recently developed diagnostic methods. It also provides background
information on many pathogens, which are either endemic, non-endemic, or emerging and with different lifecycles that
cause diseases of significant importance in a wide variety of hosts. Written in the highly successful Methods in Molecular
Biology series format, chapters include introductions to their respective topics, background information on pathogens and
the disease caused, lists of the necessary materials and reagents, step-by-step, readily reproducible laboratory protocols
and tips on troubleshooting and avoiding known pitfalls. Informative and cutting-edge, Plant Pathology: Techniques and
Protocols, Second Edition is the perfect book for plant pathologists and molecular biologists who will use this information to
test out the latest research in their laboratories.

DHA for Optimal Health
Page 5/15

Acces PDF Agilent Dna 7500 Kit Guide
This volume includes comprehensive descriptions of miRNA biogenesis and their role in the development and progression of
various human diseases. The first few chapters of MicroRNA Profiling: Methods and Protocols discuss the effects of overexpressing and repressing of a target miRNA and their effects on cell viability and proliferation. The next few chapters
explore the protocols for total RNA isolation from cells and cell-derived product including formalin fixed paraffin embedded
tissue and plant tissue. The last few chapters discuss isolation and characterization of exosomes from medium conditioned
by cell lines, serum, and plasma specimens. This book also includes discussions of several software tools, such as
miRandola, PicTar, DIANA, and miRWalk. Written in the highly successful Methods in Molecular Biology series format,
chapters include introductions to their respective topics, lists of the necessary materials and reagents, step-by-step, readily
reproducible laboratory protocols, and tips on troubleshooting and avoiding known pitfalls. Comprehensive and cuttingedge, MicroRNA Profiling: Methods and Protocols is a valuable resource for anyone interested in the field of Micro RNAs.

Application of Molecular Methods and Raman Microscopy/Spectroscopy in Agricultural
Sciences and Food Technology
Systematic biology has a far wider application than merely the provision of a reliable classification scheme for new strains.
With the framework of the hierarchic system stabilizing, genomes, noncoding regions, and genes and their products can
now be evaluated in an evolutionary context. This book summarizes recent developments in the molecular characterization
of cultured and as-yet uncultured prokaryotes, emphasizing the strengths and weaknesses of individual approaches. The
chapters of the book are compiled to stimulate students to enter the field of bacterial diversity, presenting a broad
spectrum of fascinating multifaceted disciplines that illuminate the paths to ecosystem functioning, communication within
communities, symbiosis, life in extreme environments, astrobiology, and more.

Gene Quantification
Organometallic Compounds in the Environment
Gene Expression Profiling
A knowledge of the chemical structure and concentration of organometal compounds throughout the ecosystem is
important in working out the pathways and mechanisms by which metals distribute themselves throughout the
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environment. Treating the topic as an integrated subject area, the Second Edition of Organometallic Compounds in the
Environment covers all the recent developments in analytical techniques and reports all the new work that has been
achieved since the first book. Covers the general importance and characteristics of organometallic species. Includes general
developments in analytical techniques. Discusses several minority elements including antimony and selenium. The book
addresses the subject in a single, manageable size and each chapter can be used either as a single review or sequentially
within the topic area. A useful resource for all researchers and scientists in industry working with organometallic
compounds, including, chemists, environmentalists and ecologists.

Embedded Systems, an Introduction Using the Renesas Rx62N Microcontroller
The de novo fabrication of custom DNA molecules is a transformative technology that significantly affects the biotechnology
industry. Basic genetic engineering techniques for manipulating DNA in vitro opened an incredible field of opportunity in the
life sciences. In, Gene Synthesis: Methods and Protocols expert researchers in the field detail many of the methods which
are now commonly used to fabricate DNA . These include methods and techniques for the assembly of oligonucleotide,
cloning of synthons into larger fragments, protocols and software applications, and educational and biosecurity impacts of
gene synthesis. Written in the highly successful Methods in Molecular BiologyTM series format, the chapters include the
kind of detailed description and implementation advice that is crucial for getting optimal results in the laboratory. Thorough
and intuitive, Gene Synthese: Methods and Protocols aids scientists in understanding all the different stages of a complex
gene synthesis process, while refining their understanding of gene synthesis and determine what part of the process they
can or should do in their laboratory and what parts should be contracted to a specialized service provider.

Real-Time PCR
This book provides a compelling overall update on current status of RNA interference

Gene Expression Analysis
This book will provide the most recent knowledge and advances in Sample Preparation Techniques for Separation Science.
Everyone working in a laboratory must be familiar with the basis of these technologies, and they often involve elaborate
and time-consuming procedures that can take up to 80% of the total analysis time. Sample preparation is an essential step
in most of the analytical methods for environmental and biomedical analysis, since the target analytes are often not
detected in their in-situ forms, or the results are distorted by interfering species. In the past decade, modern sample
preparation techniques have aimed to comply with green analytical chemistry principles, leading to simplification,
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miniaturization, easy manipulation of the analytical devices, low costs, strong reduction or absence of toxic organic
solvents, as well as low sample volume requirements. Modern Sample Preparation Approaches for Separation Science also
provides an invaluable reference tool for analytical chemists in the chemical, biological, pharmaceutical, environmental,
and forensic sciences.

Tag-based Next Generation Sequencing
Geneticists and molecular biologists have been interested in quantifying genes and their products for many years and for
various reasons (Bishop, 1974). Early molecular methods were based on molecular hybridization, and were devised shortly
after Marmur and Doty (1961) first showed that denaturation of the double helix could be reversed - that the process of
molecular reassociation was exquisitely sequence dependent. Gillespie and Spiegelman (1965) developed a way of using
the method to titrate the number of copies of a probe within a target sequence in which the target sequence was fixed to a
membrane support prior to hybridization with the probe - typically a RNA. Thus, this was a precursor to many of the
methods still in use, and indeed under development, today. Early examples of the application of these methods included
the measurement of the copy numbers in gene families such as the ribosomal genes and the immunoglo bulin family.
Amplification of genes in tumors and in response to drug treatment was discovered by this method. In the same period,
methods were invented for estimating gene num bers based on the kinetics of the reassociation process - the so-called Cot
analysis. This method, which exploits the dependence of the rate of reassociation on the concentration of the two strands,
revealed the presence of repeated sequences in the DNA of higher eukaryotes (Britten and Kohne, 1968). An adaptation to
RNA, Rot analysis (Melli and Bishop, 1969), was used to measure the abundance of RNAs in a mixed population.

Vietnam Studies the War in the Northen Provinces 1966-1968
This book is a printed edition of the Special Issue "DHA for Optimal Health" that was published in Nutrients

The Polymerase Chain Reaction
The book will present the progress made since the last meeting in fall 2013 concerning the analysis of circulating extracellular nucleic acids. There are a modest number of laboratories involved in this field, nevertheless the number of papers
published by researchers is extensive. The articles which will be published in this meeting report will be a valuable
contribution for researchers and research students alike and will help them to stay on top of the developments in different
research areas and to „cross borders“ between them.
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Marine Genomics
Billions of microcontrollers are sold each year to create embedded systems for a wide range of products. An embedded
system is an application-specific computer system which is built into a larger system or device. Using a computer system
offers many benefits such as sophisticated control, precise timing, low unit cost, low development cost, high flexibility,
small size, and low weight. These basic characteristics can be used to improve the overall system or device in various ways:
Improved performance More functions and features Reduced cost Increased dependabilityThis book uses the Renesas
RX62N family of processors to demonstrate concepts with hands-on examples complete with source code targeting the
YRDKRX62N evaluation board. The 32-bit RX processor core provides remarkable instruction throughput, with high clock
rates and hardware support for floating-point and digital-signal processing instructions. The core is also quite agile,
responding to fast interrupts in 5 clock cycles. These processors offer a wide range of sophisticated peripherals to simplify
interfacing with and controlling external devices.

Laboratory Guide to the Methods in Biochemical Genetics
This manual deals specifically with laboratory approaches to diagnosing inborn errors of metabolism. The key feature is that
each chapter is sufficiently detailed so that any individual can adopt the described method into their own respective
laboratory.

Gene Synthesis
This book examines a wide range of techniques on RNA extraction, detection, quantification, visualization, and genomewide profiling, from conventional methods to state-of-the-art high throughput approaches.

RNA Abundance Analysis
With a variety of detection chemistries, an increasing number of platforms, multiple choices for analytical methods and the
jargon emerging along with these developments, real-time PCR is facing the risk of becoming an intimidating method,
especially for beginners. Real-time PCR provides the basics, explains how they are exploited to run a real-time PCR assay,
how the assays are run and where these assays are informative in real life. It addresses the most practical aspects of the
techniques with the emphasis on 'how to do it in the laboratory'. Keeping with the spirit of the Advanced Methods Series,
most chapters provide an experimental protocol as an example of a specific assay.
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Novel Approaches to Minimising Mycotoxin Contamination
his book has been prepared with the aim to present the application of these two state-of-the art technologies in agricultural
sciences and food technology, and to explain the protocols for analyses of different plant, animal, microbiological and food
samples as well as for different biotechnology procedures. Selected methods and protocols which are used in plant stress
physiology, weed science, fruit breeding research, microbial ecology, plant virus and fungus diagnostics, phytobacteriology,
fishery, food biochemistry, food materials and food technology are described. Special adaptation of certain protocols is
required for application in each of these sciences, for every type of GMO organism, food technology raw material, and food
technology product, as well as for every type of bacteria, virus, fungus or fungus-like organism, for each type of raw
material in terms of plant host species, plant organs, year period and conditions in the laboratory. Application of molecular
methods, primarily qPCR, and Raman microscopy/ spectroscopy in agricultural and food sciences provides substantial
opportunity for increased production efficiency, food safety, better product quality and improvement of plant and animal
health. This book is aimed for students, scientists and professionals working in the field of agriculture and food technology.

Science
Laboratory Techniques in Rabies Diagnosis, Research and Prevention provides a basic understanding of the current trends
in rabies. It establishes a new facility for rabies surveillance, vaccine and antibody manufacturing. It offers clarity about the
choice of laboratory methods for diagnosis and virus typing, of systems for producing monoclonal and polyclonal antibodies
and of methods for testing potency of vaccines and antibodies. The book covers advancements in the classical methods
described as well as recent methods and approaches pertaining to rabies diagnosis and research. Supplies techniques
pertaining to rabies diagnosis and research Provides an update on the conventional and modern vaccines for rabies
prevention Offers updates on the full length antibodies and antibody fragments for post exposure prophylaxis of rabies
Presents technique descriptions that can be used to be compared to industry protocols to identify and establish potential
new techniques

The Nucleolus
Basic Science Methods for Clinical Researchers addresses the specific challenges faced by clinicians without a conventional
science background. The aim of the book is to introduce the reader to core experimental methods commonly used to
answer questions in basic science research and to outline their relative strengths and limitations in generating conclusive
data. This book will be a vital companion for clinicians undertaking laboratory-based science. It will support clinicians in the
pursuit of their academic interests and in making an original contribution to their chosen field. In doing so, it will facilitate
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the development of tomorrow’s clinician scientists and future leaders in discovery science. Serves as a helpful guide for
clinical researchers who lack a conventional science background Organized around research themes pertaining to key
biological molecules, from genes, to proteins, cells, and model organisms Features protocols, techniques for troubleshooting
common problems, and an explanation of the advantages and limitations of a technique in generating conclusive data
Appendices provide resources for practical research methodology, including legal frameworks for using stem cells and
animals in the laboratory, ethical considerations, and good laboratory practice (GLP)

Genetic and Epigenetic Modulation of Cell Functions by Physical Exercise
The recording and analysis of food data are becoming increasingly sophisticated. Consequently, the food scientist in
industry or at study faces the task of using and understanding statistical methods. Statistics is often viewed as a difficult
subject and is often avoided because of its complexity and a lack of specific application to the requirements of food science.
This situation is changing – there is now much material on multivariate applications for the more advanced reader, but a
case exists for a univariate approach aimed at the non-statistician. This book provides a source text on accessible statistical
procedures for the food scientist, and is aimed at professionals and students in food laboratories where analytical,
instrumental and sensory data are gathered and require some form of summary and analysis before interpretation. It is
suitable for the food analyst, the sensory scientist and the product developer, and others who work in food-related
disciplines involving consumer survey investigations will also find many sections of use. There is an emphasis on a ‘hands
on’ approach, and worked examples using computer software packages and the minimum of mathematical formulae are
included. The book is based on the experience and practice of a scientist engaged for many years in research and teaching
of analytical and sensory food science at undergraduate and post-graduate level.

Targets, Tracers and Translation – Novel Radiopharmaceuticals Boost Nuclear Medicine
This book provides a compendium of state-of-the-art methods for the labeling, detection, and purification of RNA and RNAprotein complexes and thereby constitutes an important toolbox for researchers interested in understanding the complex
roles of RNA molecules in development, signaling, and disease. Beginning with a section on in situ detection of RNA
molecules using FISH techniques, the volume continues with parts exploring in vivo imaging of RNA transport and
localization, imaging and analysis of RNA uptake and transport between cells, identification and analysis of RNA-binding
proteins, guide RNAs in genome editing, as well as other specific analytical techniques. Written for the highly successful
Methods in Molecular Biology series, chapters include introductions to their respective topics, lists of the necessary
materials and reagents, step-by-step, readily reproducible laboratory protocols, and tips on troubleshooting and avoiding
known pitfalls. Authoritative and practical, RNA Tagging: Methods and Protocols serves as a vital reference for researchers
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looking to further the increasingly important research in RNA biology.

Circulating Nucleic Acids in Serum and Plasma – CNAPS IX
From an evolutionary perspective, our species has relied upon physical activity for most of its history to survive and has had
to escape from predators, to scavenge for food, and to use physique to work or build necessary means for everyday life.
Physical activity has been part of our evolution and progress since the very beginning and, consequently, our entire body
has been programmed to be active physically. In the last 20 years, scientific research has increasingly shown that our
ancient survival principle has beneficial effects not only on the cells and organs involved in physical activities but on the
metabolism of the entire organism, influencing the homeostasis and integration of all bodily functions, likely stimulating the
production of hormones and other regulatory molecules, with each affecting vital signalling pathways. Most of the web of
factors involved in molecular signalling upon exercise are suspected to be centrally controlled by the brain, which has been
reported to be deeply modified by physical activity. Such complexity requires a multifaceted approach to shed light on the
molecular interactions that occur between physical activity and its outcome at a cellular level.

Molecular Identification, Systematics, and Population Structure of Prokaryotes
Contamination of foods and agricultural commodities by various types of toxigenic fungi is a concerning issue for human
and animal health. Moulds naturally present in foods can produce mycotoxins and contaminate foodstuffs under favourable
conditions of temperature, relative humidity, pH, and nutrient availability. Mycotoxins are, in general, stable molecules that
are difficult to remove from foods once they have been produced. Therefore, the prevention of mycotoxin contamination is
one of the main goals of the agriculture and food industries. Chemical control or decontamination techniques may be quite
efficient; however, the more sustainable and restricted use of fungicides, the lack of efficiency in some foods, and the
consumer demand for chemical-residue-free foods require new approaches to control this hazard. Therefore, food safety
demands continued research efforts for exploring new strategies to reduce mycotoxin contamination. This Special Issue
contains original contributions and reviews that advance the knowledge about the most current promising approaches to
minimize mycotoxin contamination, including biological control agents, phytochemical antifungal compounds, enzyme
detoxification, and the use of novel technologies.

Current Laboratory Techniques in Rabies Diagnosis, Research and Prevention
Gene correction is a technology that gives us the tools for both repairing and mutating DNA, for discovering gene functions
and for engineering new genetic variants. Gene Correction: Methods and Protocols provides a user friendly, detailed and upPage 12/15
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to-date collection of strategies and methodologies utilized for generating specific sequence changes in the DNA of cells in
the laboratory, while also tackling the major problems that the field of gene correction faces. This volume brings together
many experts in the field of gene correction to disclose a wide and varied array of specific gene correction protocols for
engineering mutations in DNA, for delivering correcting DNA to target cells, and for improving the accuracy and safety of
the gene correction process. Written in the successful Methods in Molecular Biology series format, chapters include
introductions to their respective topics, lists of the necessary materials and reagents, step-by-step, readily reproducible
protocols, and notes on troubleshooting and avoiding known pitfalls. Authoritative and easily accessible, Gene Correction:
Methods and Protocols seeks to serve scientists of all backgrounds interested in the area of gene
targeting/recombination/therapy.

MicroRNA Profiling
This volume provides an up-to-date compilation of current methodological approaches utilized for the exploration of
nucleolar structure and function. Chapters cover a diversity of protocols that include imaging of the nucleolus, analysis of
ribosomal RNA transcription and processing, and genomics and proteomics of the nucleolus. Written in the highly successful
Methods in Molecular Biology series format, chapters include introductions to their respective topics, lists of the necessary
materials and reagents, step-by-step, readily reproducible laboratory protocols, and tips on troubleshooting and avoiding
known pitfalls. Authoritative and practical, The Nucleolus: Methods and Protocols provides scientists with a reliable practical
handbook to facilitate the investigation of this nuclear compartment at the advanced level.

Genetic Engineering News
This volume presents the latest protocols for both laboratory and bioinformatics based analyses in the field of marine
genomics. The chapters presented in the book cover a wide range of topics, including the sampling and genomics of
bacterial communities, DNA extraction in marine organisms, high-throughput sequencing of whole mitochondrial genomes,
phylogenomics, SNP discovery, SNP-arrays for species identification, digital PCR-based quantification methods, environment
DNA for invasive species surveillance and monitoring, microarrays for the detection of waterborne pathogens, DNA
barcoding of marine biodiversity, metabarcoding protocols for marine eukaryotes, analytical protocols for the visualization
of eukaryotic diversity, and applications for genomic data to benthic indices for environmental monitoring. Written in the
highly successful Methods in Molecular Biology series format, chapters include introduction to their respective topics, lists of
the necessary materials and reagents, step-by-step, readily reproducible laboratory protocols, and tips on troubleshooting
and avoiding known pitfalls. Cutting-edge and thorough, Marine Genomics: Methods and Protocols is a valuable resource for
researchers, students, and policy makers in the field of marine biology.
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The Human Virome
Viruses in the Parvoviridae family constitute one of the most diverse and intriguing fields of research. While they all share
an ssDNA genome and a small capsid, they can differ widely in structure, genome organization and expression, virus–cell
interaction, and impact on the host. Exploring such diversity and unraveling the inherent complexity in these apparently
simple viruses is an ongoing endeavor and commitment for the scientific community. The translational implications of
research on parvoviruses are relevant. Within the family, some viruses are important human and veterinary pathogens, in
need of diagnostic methods and antiviral strategies; other viruses have long been studied and engineered as tools for
oncolytic therapy, or as sophisticated gene delivery vectors, and can now display their wide and expanding applicative
potential. This Special Issue of Viruses collects recent contributions in the field of parvovirus research, with a focus on new
insights and research on unresolved issues, as well as new approaches exploiting systemic methodologies. Evolution,
structural biology, viral replication, virus–host interaction, pathogenesis and immunity, and viral oncotherapy are a
selection of the topics addressed in the issue that can be of relevance to the community involved in parvovirus research
and of interest to a wider audience.

Technology Platforms for 3D Cell Culture
Basic Science Methods for Clinical Researchers
This volume provides readers with the latest technologies to study changes in the epitranscriptome. The protocols
described in this book explore both targeted and unbiased high-throughput analysis associated with post-transcriptional
RNA modification. The chapters in this book also cover specific topics such as transcriptome-wide detection of
5-methylcytosine; HAMR; iRNA-2OM; genome-wide annotation of circRNAs; immune-northern blotting; and detection and
quantification of pseudouridine in RNA. Written in the highly successful Methods in Molecular Biology series format,
chapters include introductions to their respective topics, lists of the necessary materials and reagents, step-by-step, readily
reproducible laboratory protocols, and tips on troubleshooting and avoiding known pitfalls. Authoritative and
comprehensive, Epitranscriptomics: Methods and Protocols is an important resource for both expert and novice scientists
who are interested in learning more about this field.
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